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Nishi, N. See Yamamoto, Shoji, Itoh, Lu,

Hirashima, andNakamura, 311
Nishida, S. See Kurokawa, Ishibashi,

Mizumura, Ueno, Yutsudo, Maki,
Murakami, and Sekimizu, 417

Nishida, T. See Nagayasu, Ito, and
Yokoyama, 611

Nishihara, A. See Suzuki, Montagne,
Watabe, andMiyazono, 199

Nishii, W. See Kim, Yoshida, Kojima,
Kurita, Muramatsu, Ito, Park, and
Takahashi, 237

Nishimura, T. See Nakamura-Tsuruta,
Kishimoto, and Suda, 833

Nishizaki, M. See Kuwahara, and
Kanazawa, 349

Nishizawa, Y. See Mizuno, Fukamizo,
Sugiyama, Kezuka, Nonaka, Suzuki,
andWatanabe, 487

Niwano, Y. See Nakashima, Iwashita,
Fujita, Sato, Kohno, Kuwahara,
Harada, Takeshita, and Oda, 107

Nogami, K. See Yoshinaga, Matsumoto,
Torikai, Sugyo, Kuroki, Matsumoto,
Hashiguchi, Ito, Nakashima, and
Sugimura, 593

Noi, K. See Hirai, Hongo, Mizobata, and
Kawata, 505

Nonaka, R. See Wachi, Sato, Shibata-Sato,
Ishida, Iketani, Maeda, Okamoto,
Urban, Onoue, and Seyama, 633

Nonaka, T. See Mizuno, Fukamizo,
Sugiyama, Nishizawa, Kezuka,
Suzuki, andWatanabe, 487

Nozawa, K. See Sakaguchi, Takezawa,
Nakazawa, Kusakawa, Nagasawa,
Sugahara, and Kawakita, 625

O

Oda, T. See Nakashima, Iwashita, Fujita,
Sato, Niwano, Kohno, Kuwahara,
Harada, and Takeshita, 107

Ogawa, S., Satake, M., and Ikuta, K.
Physical and Functional Interactions
between STAT5 and Runx
Transcription Factors, 695

Ogino, C. See Ishii, Tanaka, Matsumura,
Tatematsu, Kuroda, Fukuda, and
Kondo, 667

Oguri, K. See Koyama, Naruo, Yoshitomi,
Munesue, Kiyono, Kusano, Hashimoto,
Yokoi, Nakanishi, Shimizu, and
Okayama, 581

Oh, S.T. SeeKim, Kim, Sun, Yoon, and Lee,
497

Ohmido, N. See Nakagawa, Ishikawa,
Uchiyama, Fukui, and Azuma, 325

Ohnishi, K. See Ge, Yokochi, Yoshikane,
and Yagi, 603

Ohniwa, R.L. See Ueta, Yoshida, Maki,
Wada, andWada, 425

Ohtsuki, K. See Kawakami, Yamaguchi,
Suzuki, and Yamamoto, 359

Oka, S. See Morita, Kizuka, and Kakuda,
719

Oka, T. See Ichishita, Tanaka, Sugiura,
Sayano, andMihara, 449

Okabe, H. See Akter, Chano, Yamaguchi,
Hirose, and Osumi, 395

Okamoto, K. See Wachi, Nonaka, Sato,
Shibata-Sato, Ishida, Iketani, Maeda,
Urban, Onoue, and Seyama, 633

Okamura-Ikeda, K. See Omi, Nakata,
Konishi, and Taniguchi, 649

Okayama, M. See Koyama, Naruo,
Yoshitomi, Munesue, Kiyono, Kusano,
Hashimoto, Yokoi, Nakanishi,
Shimizu, and Oguri, 581

Okura, E. SeeMatsunami, Uchida, Otsuka,
Fukuzawa, andMiyagawa, 641

Okuwaki, M. The Structure and Functions
of NPM1/Nucleophsmin/B23, a
Multifunctional Nucleolar Acidic
Protein, 441

Olianas, A. SeePodda,Manconi, Pellegrini,
Messana,Mura,Castagnola,Giardina,
and Sanna, 207

Omi, S., Nakata, R., Okamura-Ikeda, K.,
Konishi, H., and Taniguchi, H.
Contribution of Peroxisome-specific
Isoform of Lon Protease in Sorting
PTS1 Proteins to Peroxisomes, 649

Omichi, K. SeeWatanabe, andMakino, 435
Omoto, T. See Kubo-Murai, Hazeki,

Nigorikawa, Inoue, andHazeki, 295
Onoue, S. See Wachi, Nonaka, Sato,

Shibata-Sato, Ishida, Iketani, Maeda,
Okamoto, Urban, and Seyama, 633

Osada, H. SeeKawai, Saito, and Sudo, 765
Osako, Y. See Yorikawa, Takaya, Tanaka,

Terasawa, Hamakubo, Mochizuki,
Iwanari, Kodama, Maeda, Hitomi,
Shibata, andMaki, 731

Osumi, T. See Akter, Chano, Okabe,
Yamaguchi, andHirose, 395

Otsuka,H.SeeMatsunami,Okura,Uchida,
Fukuzawa, andMiyagawa, 641

P

Parente, A. See Capasso, Maro, Cristinzio,
Martino, Chambery, Daniele, Sannino,
and Testa, 131

Park, M.W., and Emori, Y. Drosophila
Calpain B is Monomeric and Autolyzes
Intramolecularly, 217

Park, S.J. See Kim, Yoshida, Kojima,
Kurita, Nishii, Muramatsu, Ito, and
Takahashi, 237

Pearce,F.Grant,Sprissler,C., andGerrard,
J.A. Characterization of Dihydro-
dipicolinate Reductase from Thermo-
toga maritima Reveals Evolution of
Substrate Binding Kinetics, 617

Pellegrini,M.SeePodda,Manconi,Olianas,
Messana,Mura,Castagnola,Giardina,
and Sanna, 207

Podda, G., Manconi, B., Olianas, A.,
Pellegrini, M., Messana, I., Mura, M.,
Castagnola, M., Giardina, B., and
Sanna, M.T. Structural and
Functional Characterization of
Haemocyanin from the Anemone
Hermit CrabDardanus calidus, 207

R

Rajagopalan, M. See Yamamoto, Moomey,
and Madiraju, 759

Riveline, D. See Bibert, Ayari, Concord,
Hermant, Vernet, and Gulino-Debrac,
821

Robinson, C.V. SeeGrela, Sawa-Makarska,
Gordiyenko, Grankowski, and
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ment, galectin-8, leucocyte,
Yamamoto, Nishi, Shoji, Itoh, Lu,
Hirashima,Nakamura, 311
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interleukin-7, Runx, signal transduction,
STAT5, transcription factor, Ogawa,
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invasion, cell motility, cell surface heparan
sulphate, glypican, matrix metallopro-
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Nikolić,Nedić, 813

IRAK, LPS, NF-kB, phosphorylation, TLR,
Kubo-Murai, Hazeki, Nigorikawa,
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luminescence spectrum, protein secre-
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L-chain shuffling, affinity maturation,
human antibody, MCP-1, phage dis-
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Matsumoto, Hashiguchi, Ito,
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Olianas, Pellegrini, Messana, Mura,
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Yoshitomi, Munesue, Kiyono, Kusano,
Hashimoto, Yokoi, Nakanishi,
Shimizu, Okayama, Oguri, 581

MCP-1, affinity maturation, human
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ligase, Kurokawa, Nishida, Ishibashi,
Mizumura, Ueno, Yutsudo, Maki,
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replication, Yamamoto, Moomey,
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myelin basic protein, glycogen synthase,
glycogen synthase kinase 3, heparin,
phospholipid, sulfatide, tau-kinase,
tau protein, Kawakami, Yamaguchi,
Suzuki,Yamamoto,Ohtsuki, 359
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triplet-repeat, Mori, Sasagawa, Kino,
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NADPH oxidase inhibitor, prodigiosin,
p47phox, Rac protein, superoxide,
Nakashima, Iwashita, Fujita, Sato,
Niwano, Kohno, Kuwahara, Harada,
Takeshita, Oda, 107

NF-kB, IRAK, LPS, phosphorylation, TLR,
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NFY, nuclear receptor co-activator, PNRC,
promoter analysis, transcriptional
regulation, Zhang, Chen, Li, Chen,
Lou,Chen, Zhou, 675

NK, acute rejection, HLA-E, porcine
endothelial cell, xenotransplantation,
Matsunami, Okura, Uchida, Otsuka,
Fukuzawa,Miyagawa, 641

NMR,gelshift, influenzavirus,NS1protein,
RNA-binding protein, U6 snRNA,
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tion, endoplasmic reticulum,
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polypyrimidine tract, acceptor site
sequences, dystrophin, exonic splicing
enhancer, splicing, Habara, Doshita,
Hirozawa, Yokono, Yagi, Takeshima,
Matsuo, 303

porcine endothelial cell, acute rejection,
HLA-E, NK, xenotransplantation,
Matsunami, Okura, Uchida, Otsuka,
Fukuzawa,Miyagawa, 641

porcine neonatal pancreatic cell clusters,
Epstein–Barr virus-based plasmids,
hepatocyte growth factor, insulin,
Kim,Kim,Sun,Oh,Yoon, Lee, 497

pore-forming toxin, Bacillus thuringiensis,
Cry protein, lipid raft, parasporin, Abe,
Shimada,Kitada, 269

post-ER degradation, ERAD, Gas1�p,
O-mannosylation, PMT, Hirayama,
Fujita,Yoko-o, Jigami, 555

pre-implantation development, DNA
methylation, epigenetics, live cell
imaging, somatic cell nuclear transfer,
Yamagata, 279

pre-replicative complex, DNA replication,
heat inducible degron mutant, ORC,
Orc5p, Makise, Matsui, Yamairi,
Takahashi, Takehara, Asano,
Mizushima, 455

prodigiosin, NADPH oxidase inhibitor,
p47phox, Rac protein, superoxide,
Nakashima, Iwashita, Fujita, Sato,
Niwano, Kohno, Kuwahara, Harada,
Takeshita,Oda, 107

proliferation, Mdr1, tumour, RNAi, drug
resistance, Katoh, Ueno, Takakura,
517

promoter analysis, nuclear receptor
co-activator, NFY, PNRC, transcrip-
tional regulation, Zhang, Chen, Li,
Chen, Lou,Chen,Zhou, 675

protease K, circular dichroism spectra, con-
formational conversion, copper, ovine
prion protein, pH, Liu, Li, Zhou, Zhao,
333

protease, peroxisome, b-oxidation, PTS1,
proteomics, Omi, Nakata, Okamura-
Ikeda,Konishi,Taniguchi, 649

protein folding, archaeal chaperonin,
chaperonin activity, metal ion,
Thermoplasma acidophilum, Hirai,
Noi,Hongo,Mizobata,Kawata, 505

proteinkinaseC (PKC), nuclear localization
signal, phosphorylation, serine/
threonine kinase, Kuwahara,
Nishizaki,Kanazawa, 349

protein secretion, aequorin, coelenterazine,
luminescence spectrum, isotype clytin,
Inouye, 711

protein transduction, cell cycle, Cre recom-
binase, GFP, synchronized cell culture,

Hashimoto, Taniguchi, Yoshino, Arai,
Sato, 87

protein-protein interaction complex,
a-ketoaciddehydrogenase,glycineclea-
vage system,2-oxoaciddehydrogenase,
Thermus thermophilus, Nakai,
Kuramitsu,Kamiya, 747

proteome analysis, fatty acid synthase
mutant lsd1/fas2, Lsd90
(SPBC16E9.16c), two-dimensional
electrophoresis, very-long-chain fat-
ty-acid-containing phospholipids,
Yokoyama, Nakagawa, Satoh, Saitoh,
Dohmae, Harada, Satoh, Karasawa,
Takio,Yanagida, Inoue, 369

proteomics, peroxisome, b-oxidation, PTS1,
protease, Omi, Nakata, Okamura-
Ikeda,Konishi,Taniguchi, 649

proximal tubules, chicken kidney, D-serine,
D-serine dehydratase, pyridoxal
50-phosphate, Tanaka, Yamamoto,
Ishida,Horiike, 49

PTS1, peroxisome, b-oxidation, protease,
proteomics, Omi, Nakata, Okamura-
Ikeda,Konishi,Taniguchi, 649

purification, gold nano particle, lectin,
peptide MS fingerprinting, sugar
chain, Nakamura-Tsuruta, Kishimoto,
Nishimura, Suda, 833

pyridine nucleotide specificity, dihydrodipi-
colinate reductase, lysine biosynthesis,
thermophilic enzymes, Thermotoga
maritima, Pearce, Sprissler, Gerrard,
617

pyridoxal 50-phosphate, chicken kidney,
D-serine, D-serine dehydratase, proxi-
mal tubules, Tanaka, Yamamoto,
Ishida,Horiike, 49

pyridoxine-degradation, membrane-bound
enzyme, 4-pyridoxic acid dehydrogen-
ase, Mesorhizobium loti, vitamin B6,
Ge, Yokochi, Yoshikane,Ohnishi, Yagi,
603

R

Rac protein, NADPH oxidase inhibitor,
prodigiosin, p47phox, superoxide,
Nakashima, Iwashita, Fujita, Sato,
Niwano, Kohno, Kuwahara, Harada,
Takeshita, Oda, 107

Rb1-inducible coiled-coil 1, estrogen recep-
tor-related receptor, nuclear hormone
receptor, response element, target
gene, transcriptional regulation,
Akter, Chano, Okabe, Yamaguchi,
Hirose,Osumi, 395

receptor for advanced glycation end
products (RAGE), advanced glycation
end products (AGE), AviTag, in vivo
biotinylation, receptor–ligand inter-
action, Kumano-Kuramochi, Xie,
Sakakibara, Niimi, Sekizawa, Komba,
Machida, 229

receptor–ligand interaction, advanced gly-
cation end products (AGE), AviTag,
in vivo biotinylation, receptor for

advanced glycation end products
(RAGE), Kumano-Kuramochi, Xie,
Sakakibara, Niimi, Sekizawa, Komba,
Machida, 229

receptor-binding assay, endocrine disrup-
tors, estrogen receptor, fluorescence
intensity, fluorescent tracer, Asai,
Tokunaga, Kondo, Kawaguchi,
Takayanagi, Shinmyozu, Nakai,
Yakabe, Shimohigashi, 781

red wine, antioxidants, endothelial pro-
genitor cells, resveratrol, Balestrieri,
Schiano, Felice, Casamassimi,
Balestrieri, Milone, Servillo, Napoli,
179

residue–residue interactions, catalytic
mechanism, dimerization-activity rela-
tionship, dimer interface, site-directed
mutagenesis, Chen, Zhang, Hu, Chen,
Jiang, Shen, 525

responseelement,estrogenreceptor-related
receptor, nuclear hormone receptor,
Rb1-inducible coiled-coil 1, target
gene, transcriptional regulation,
Akter, Chano, Okabe, Yamaguchi,
Hirose,Osumi, 395

resveratrol, antioxidants, endothelial pro-
genitor cells, red wine, Balestrieri,
Schiano, Felice, Casamassimi,
Balestrieri, Milone, Servillo, Napoli,
179

reverse transcriptase, avianmyeloblastosis
virus, Moloney murine leukaemia
virus, template-primer, thermal stabi-
lity,Yasukawa,Nemoto, Inouye, 261

ribosomal hibernation, hibernation promot-
ing factor (HPF), 100S ribosome,
stationary phase, translation, Ueta,
Ohniwa, Yoshida, Maki, Wada, Wada,
425

ribosomal P protein, ribosome, stalk,
Grela, Sawa-Makarska, Gordiyenko,
Robinson, Grankowski, Tchórzewski,
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